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November 2010 and June 2011. Each enrolled dog provided one faecal sample for our study. E. 30 antimicrobial classes; MDR) and AmpC-producing E. coli were detected in 63%, 30% and 16% of 31 samples, respectively. ESBL-producing E. coli were detected from only one sample and 32 conjugation experiments found that bla CTX-M and bla CIT were transferred from commensal E. coli 33 to a recipient strain. Most isolates were phylogenetic groups B1 and A. Group B2 isolates were 34 associated with lower prevalence of resistance to at least one antimicrobial (P < 0.001) and 35 MDR (P < 0.001). Significant at P ≤ 0.003, was the consumption of raw meat for clavulanate-36 amoxicillin (OR: 9.57; 95% CI: 2.0-45.7) and third generation cephalosporin resistance (3GCR)
37
(OR: 10.9; 95% CI: 2.2-54.0). AMR E. coli were surprisingly prevalent in this group of non-38 antimicrobial treated and non-veterinarian-visiting dogs and consumption of raw meat was a 39 significant risk factor for antimicrobial resistance. These findings are of concern due to the 40 increasing popularity of raw-meat canine diets, and the potential for opportunistic infection, 41 zoonotic transmission and transmission of antimicrobial resistant determinants from 42 commensal isolates to potential pathogenic bacteria.
Introduction

47
Escherichia coli is the main aerobe of the gastro-intestinal flora in humans and other animals 48 (Tenaillon et al., 2010) , and has been widely studied as an indicator of antimicrobial selection 49 pressure (Gronvold et al., 2010) . A stable gastrointestinal flora is important for health and acts 
214
Logistic regression examined the association between independent variables and all outcomes.
215
All variables were analysed in a univariable models and tested in multivariable models if P-216 value < 0.25. Final models were constructed by manual backwards stepwise procedures where 217 variables with a likelihood ratio P-value < 0.05 were retained. Prior to inclusion in the models, 
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